AAC

Matrix
Cytb2 ( Stendomycin alters the TIM23 complex (a) Radiolabeled AAC was imported into isolated yeast mitochondria of indicated strains in the absence of the membrane potential (-∆Ψ) and the presence of either 1% DMSO or 0.5 nM stendomycin. After the import, mitochondria were treated with 1 mM EGS to arrest import intermediates, followed by SDS-PAGE and autoradiography. Proteins crosslinked to AAC are indicated by an asterisk (22). (b) Mitochondria isolated from wild type yeast were treated with 0.75 or 1 nM of stendomycin for 15 min, solubilized with digitonin and separated by BN-PAGE. The TIM23 complex was analyzed by immunoblot using antibodies against Tim23 and Tim17. The locations of the different TIM23 complexes are indicated according to (13)(see also Fig. 3c ) (c) Lysates as in (Fig. 3c) were separated by SDS-PAGE and analyzed by immunoblotting using antibodies against Tim17, Tim23, Tim44 and Aconitase as loading control. (d) Mitochondria isolated from wild type and Tim17 mutant yeast solubilized with digitonin and separated by SDS-PAGE. The TIM23 complex was analyzed by immunoblot using antibodies against Tim17, Tim23, Tim44 and Pam16, Aconitase was used as loading control 
MSADHSRDPCPIVILNDFGGAFAMGAIGGVVWHGIKGFRNSPLG----------------:::*:*** *::* ****:**.*** :::.******:*: Supplementary Fig. 4 Tim17 is > 45% identical to TIMM17A and TIMM17B. Tim17 was aligned pairwise to TIMM17A, TIMM17B1 and TIMM17B2 using blast (https://blast.ncbi.nlm.nih.gov/BlastAlign.cgi) and the amino acid identity scores are given. The conserved residues, mutated in yeast Tim17 to give resistance to stendomycin, are highlighted. Suppl. Figure 2b Sppl. Figure 2c Suppl. Figure 2d Suppl. Supplementary note
